Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.005 Å; R factor = 0.048; wR factor = 0.172; data-to-parameter ratio = 17.3.
Related literature

Experimental
Crystal data C 18 H 13 Cl 2 N 3 OS M r = 390.27 Triclinic, P1 a = 8.3015 (7) Å b = 8.3053 (7) Å c = 14.4374 (13) Å = 97.180 (7) = 92.644 (7) = 118.996 (9) V = 857.25 (13) Å 3 Z = 2 Mo K radiation = 0.51 mm À1 T = 295 K 0.40 Â 0.30 Â 0.20 mm
Data collection
Agilent SuperNova Dual diffractometer with an Atlas detector Absorption correction: multi-scan (CrysAlis PRO; Agilent, 2011) T min = 0.856, T max = 1.000 8391 measured reflections 3932 independent reflections 2659 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.172 S = 0.98 3932 reflections 227 parameters H-atom parameters constrained Á max = 0.27 e Å À3 Á min = À0.24 e Å À3 Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). supplementary materials Acta Cryst. (2013) . E69, o377 [doi:10.1107/S160053681300384X] 2-(2,4-Dichlorophenoxymethyl)-5-(4-methylphenyl)imidazo[2,1-b][1,3,4]thiadiazole Bakr F. Abdel-Wahab, Hanan A. Mohamed, Seik Weng Ng and Edward R. T. Tiekink
Comment
The title compound (I) was investigated in relation to the established biological activities exhibited by imidazothiadiazoles (Abdel-Wahab et al., 2011; Karki et al., 2011; Khazi et al., 2011) .
In (I), Fig. 1 , the eight atoms comprising the fused imidazo/thiadiazolethiadiazole residue are co-planar (r.m.s. deviation = 0.009 Å). This system forms dihedral angles of 6.01 (10) and 3.28 (11)° with the attached dichlorobenzene and tolyl rings, respectively. The r.m.s. deviation from the least-squares plane for all 25 non-hydrogen atoms is 0.085 Å with maximum deviations of 0.180 (2) and -0.197 (1) for the O1 and Cl1 atoms, respectively. This is consistent with a small twist about the C1-O1 bond with the C7-O1-C1-C2 torsion angle being -168.5 (2)°. The S and O atoms are syn and are separated by 2.823 (3) Å. A small twist was also observed in the structure of the closely related compound 2-isobutyl-6-phenylimidazo[2,1-b][1,3,4]thiadiazole (Fun et al., 2011) .
In the crystal packing, molecules aggregate into tapes along the b axis via π-π interactions occurring between 
Experimental
The title compound was prepared according to the reported method (Abdel-Wahab et al., 2011) . Colourless crystals were obtained from DMF solution by slow evaporation at room temperature.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93 to 0.97 Å) and were included in the refinement in the riding model approximation, with U iso (H) = 1.2U equiv (C) or 1.5U equiv (C).
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level.
Figure 2
A view of the supramolecular tape along the b axis in (I) mediated by π-π interactions shown as purple dashed lines. supplementary materials sup-3 Acta Cryst. (2013). E69, o377
Figure 3
A view of the crystal packing in projection down the b axis. The π-π interactions are shown as purple dashed lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-(2,4-Dichlorophenoxymethyl)-5-(4-methylphenyl)imidazo[2,1-b][1,3,4]thiadiazole
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.83905 (10) 0.40968 (12) 
